RAW SEQUENCE LISTING 
ERROR REPORT 



^^BIOTECHNOLOGY 

■ t~ j) ' . + SYSTEMS 
✓ jt/f ^ BRANCH 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 

Source: J^J^/^OjtMSft- 
Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, 703-308-4212. 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
h ttp://www.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate metnods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form shquld NOT be sent to the 2023 1 zip code address for the 

United States Patent and Trademark Office,: and instead should be sent via the following to the indicated addresses: 

1 . EFS-Bio (<http://www.uspto.goy^bc/efs/downioads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22?02 

Or . ✓ 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, tobby, Room 1B03, Crystal Plaza Two, 
2011 South Clark Place, Arlington,. VA 2^02 ^ 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 ' 



Revised 04/24/2003 



<110> 



<120> 
<130> 
<140> 
<141>- 
<150> 
<151> 
<150> 
<151> 
<160> 
<170> 

<210> 

<211> 

<212> 

<213>- 

<220> 

<223> 



<400> 



APPLICANT: Huang, Ziwei 
Wang, Jialun 
Zhang, Zhijia 
Shan, Simei 
Lu, Zhixian 

■ TITLE OF INVENTION: Ehancement of Peptide Cellular Uptake 
-FILE REFERENCE: 8321-68 

■ CURRENT APPLICATION NUMDER rr 09/544, 664 
CURR E N T FILING DATE : ■■ 2000-04-06 
EARLIER APPLICATION NUMBER: PCT/US0 0/0 9352 
-EARL IER FILING-BjVr&r 2000-04-06 
"EAR LIER APPLICATION N UMBER :■ 60/128, 202 
-E AR LIE R F I L I N G DATE^- 1999-04-07 
DU MBER OF SEQ ID NOS : 5 8 
■ SOFTWARE : 'Patent In Ver. 2.1 



OoesSMotCompiu 
^cf ed Diskette Needier 



■G E Q ID NO 1 
TYPE: PRT 

ORG ANISM : Artificial Sequence 



' FEATURE : 

OTHER INFORMATION; * Description of Artificial Sequence: Peptide 
segment from BH3 domain of a Bcl-2 superfamily 
polypeptide 
SEQ UEN CE : 1 

Asn Leu Trp Ala Ala Gin Arg Tyr Gly Arg Glu Leu Arg Arg Met Ser 



<210> 
<211> 
<212> 
<213> 
<220> 
<223> 



15 10 
Asp Glu Phe Glu Gly Ser Phe Lys Gly Leu 
20 25 

■S E Q ID NO 2 
-iiENeTHH-r 27 
TYPEi PRT 

O RGAN ISE Artificial Sequence 
FEATUR E- 



15 




OTHER INF O RMAT IO N -; Description of Artificial Sequence: Peptide JlA/^^*' 



segment from BH3 domain of a Bcl-2 superfamily 
polypeptide 
<400> £HBeeB N C E -i " 2 

Asn Leu Trp Ala Ala Gin Glu Tyr Gly Arg Glu Leu Arg Arg Met Ser 

1 5 10 15 

Asp Glu Phe Val Asp Ser Phe Lys Lys Gly Leu 
20 25 



<210> SEQ ID N O 3 
<211>-fcENGTHr 27 
<212>-£¥P£-: PRT 

<213> ORGANISM: Artificial Sequence 
<220>- FEA T UR E : 

<223> OTHER INFORMATION - : - Description of Artificial Sequence: Peptide 

segment from BH3 domain of a Bcl-2 superfamily 

polypeptide 
<400> SEQUENCE: 3 

Asn Leu Trp Ala Ala Gin Arg Tyr Gly Arg Glu Leu Arg Arg Met Ser 
15 10 15 

Asp Glu Phe Glu Gly Ser Phe Lys Gly Leu Pro 




<210> OEQ - -IB NO 1 39 
<211> LENGTH : 16 
<212>- T YPE-; PRT 

<213> O R GA NISM .■ Artificial Sequence 
<220> - FEATURE ^ 

<223> OTHER IN FORMAT - 1 ON --: Description of Artificial Sequence : 0e 
ftrfe- if .in.i nl - ^gnfinr.^ Peptide segment from BH3 
domain of a Bcl-2 superfamily polypeptide 

<4 00> - SEQUENCE:- 39 

Ser Asp Val Arg Gin Ala Leu Arg Asp Ala Gly Asp Glu Phe Glu Leu 
15 10 15 



^juL A^rh^ J^^- 2^*4 




<1 10> 
<X20> 
<1 30> 



Smith, John; • SmfthgcnC Inc. 
Example of a Sbqucncc Listing 
01-J00001 



<1<0> 
<1 < 1 > 



PCT/EP98/00001 
1998-12-31 



<1 S0> 
< 1 S 1 > 



US 08/999.999 
1997-10-15 



v-' 



<1C0> 



< 1 70> 



Patcntln version 2.0 



<?1 0> 
<2 1 I > 
<2i 2> 
<2l 3> 



1 

309 
ON A 

Paramecium sp. 



<220> 

< 22 I > 
<222 > 

<300> 
<301 > 

< 302 > 

< 303 > 

< 304 > 
<30S> 
<30C> 

< 307 > 
<30C> 

< 309> 



CDS 
( 279) 



( 389 ) 



Doc, Richard 

Isolation and Characterization of a Ccnc Encoding a 

Protease from Paramecium sp . 

Journal of Cenes 

1 

4 

1 -7 

1908-06-31 ^ 
1234*6 

1900-06-31 t 



<400> 1 

agctgtagtc attcctgtgr cctcttctct ctgggcttci caccctgcta atcagatctc 

.*.-(■ 

agggagagtg tcttgaccc.t. cctctgcctt tgeagcttea caggcaggcxi ggcaggcagc 

egatgeggea attgeeggea gtgecacagg cttttcagcc aggcttaggg tgggttccgc 

cgcggcgcgg cggcccctct cgcgctcctc tcgcgcctct ccctcgctct cctctcgctc 



60 
120 
100 
240 



3 



; ^ Annex VH. page 30 

t 

Appendix 3, page 2 

cgacccgatt aggtgagcag gaggaggggg cagttagc ~ ^ *tg ytc tea atg tec d0c 

Met Val Set Met The s £ r 56 

' " * " \ - - 5 

ctg cct ttc aaa tgg . -cct* .gga ttt tgt tt-g ttc gtt tgt ttg ttc caa 

Leu Scr The Lys , Trp pro Cly The Cys Leu , Pfte VaI Cys Leu Phc cin * 

> - 

cgt ccc aaa gtc* etc ccc tgt cac tea tea ctg cag ccg . aat ctt jgg 

Cys pro Lys rVal Leu Pro Cys His Scr Scr -t»cu . Cln Pro Asn-,-; i*u--- 

25 30 * \ ' 35 

<210> 2 / 

<2U> 37 a- v ,. « 

<212> PRT 

<213> Paramcciu/n sp. ^ 

. <<00> 2 

Met Val Scr Met Phc Scr Leu Scr Phc Lys Trp Pro Cly Phc. Cys Leu 

1 - S 10 IS 

Phc vol Cys Leu Phc Cln Cys Pro Lys Val Leu Pro Cys Ilia Scr Scr " 
20 2S 30 

Leu Cln Pro Asn i,ou 
J y 

< 2 1 0 > 3 
<21 1> 11 
<2 12> PRT 

<213> Artificial Sequence 

<220> 

<223 > Designed peptide based on siic and polarity to act as a 

linker between the alpha and beta chains of Protein XY*Z . 

<400> J 

Met Val Asn Leu Clu Pro Met Mis Thr Clu lie 
1 S 10 

< 2 1 0> 4 a 

<400> 4 

000 



(Annex VIII follows] 



table The numeric idcn^Picr shall be used only in the 
Listing." The order And presentation of the items of in 
"Sequence Listing" shall conform to the arrangement given 
item or information shall begin on a new line and shai 
numeric identifier enclosed in- angle brackets as. shown 
of those items of information designated with "arT^'M 
submission of those items of information designated 



All 

ftftL 



" l<j i j ^ a Try 
quence 

acion in the* 
below. Each 
begin with the 

The submission.... 
is mandatory. The 
with an m O" is 



opjtionaa. Numeric identifiers <110> through <170> shall onl.^ be set 
forth at the beginning of the "Sequence Listing." Tjve following table 
illustrates the numeric iiteritif icrs^ 



Numeric 
Identifier 



Definition 



Comments 
Fo rma t 



and 



Mandatory (M) 
Optional JO) 



or 



<110> 



Applicant 



Preferably max. 
of 10 names; 
one name per line; 
preferable .format: 
Surname, Other 
Names and/or 
Initials 



M v 



<120> 



Title of 
Invention 



M 



<130> 



Pile Reference 



Tcrsonal file 
re f crcncc 



M. when filed prior 
to assignment of 
appl . numbc r 



< \<0> 



Current Appl ica 
Li.pn Number 



Spcci f y as: 

US 01/999, 999 or 

PCT/US96/99999 



M, i f a va i lablc 



< 1 4 1 > 



Current filing 
Date 



Specify as: yyyy-mm-dd M, if available 



<1 50> 



Prior Application Specify as: 
Number US 07/999,999 or 

PCT/US9C/99999 



M, if appl i cab! c 
include priority 
documents under 
3S USC 119 and 
120 



< 1 5 1 > 



Prior Application Specify as: yyyy-mm-dd 
Filing Date 



M, if applicable 



<1C0> 



Number of SEQ ID 
NOs 



Count includes 
total number of 
SEQ ID NOs 



<170> 



Sof twa re 



Name of software used 
to create the 
Sequence Listing 



<210> 



SEQ ID NO: « 



Response shall be an 
integer repre- 
senting the SEQ 
ID NO shown 



M 



<2 1 1 > 



Length 



Respond with an integer M 
expressing the number 
of bases or amino acid 
res iduc s 



<212> 



Type 



<213> 



Organi sm 



<220> 



feature 



v/hcthcr presented 
sequence mole- 
cule is DNA, 
RWA, or PKT 
(protein) • I f 
a nucleotide ^ 
sequence con- 
tains both DNA 
and HNA frag- . 
mcnts, the 
type shall be 
"DKA. " In ad- 
dition, the 
combined DNA/ 
RMA molecule 
shall be further 
described in 
the <220> to 
<223> feature 
section. 

Scientific name, 
i.e. Ccnus/spccics 
Unknown or Artifi- 
cial Sequence. In 
addition, the 
"Unknown" or 
"Artificial Se- 
quence" organisms 
shall be further 
described in the 
<220> to <223> 
feature section. 

Leave blank after 
<220>. <221-223> 
provide for a 
description of 
points of bio- 
logical s ign i - 
ficancc in the 
scqucn cc . 



M 



M, under the 
following condi- 
tions: if "n," 
"Xaa, " or a mod- 
i f i cd or unusual 
L-amino acid or 
modified base was 
used in a se- 
quence; if ORGAN- 
ISM is "Artifi- 
cial Sequence" or 
"Unknown"; if 
molecule is 
combined DNA/RNA. 



<22\ > 



Name/ Key 



<222> 



Loca 1 1 on 



Provide 'appropriate 
tdent 1 f icr for 
feature, pre- 
ferably from 
wlPO Standard 
ST. 2b (1 998), 
Appendix 2, 
Tables 5 and 6 

Spec i f y locat ion 
within sequence; 
where appropriate 
state number of 
first and Vast 
bases/ammo acids 



M, under the fol- 
lowing conditions 
i ( "n, " "Xaa, "or 
a mod i f icd o r un- 
usual L-amino 
acid or modified 
base was used in 
a sequence 

M, under the fol- 
lowing conditions 
if "n," "Xaa." or 
a mod i f i cd or un- 
usual t - amino 
acid or mod i f i cd 



<223> 



Other Infor 
mac ion 



in feature 



Other relevant 

information; 

four lines maxijuUrov^ 



• 



c va's uscVd 
quencc 



under the fol- 
lowing conditions: 
i ( "n, M Xaa7 ,r or - 
a modified or un- 
usual L- a mi no acid 
or modified base 
was used in a 
sequence;, if 
ORGANISM 
is "Artificial 
Sequence" or 
"Unknown"; .i-f-=* 
mol.cculc is com- 
bined DNA/ fUJ A-r** 



<300> 



Publ ica tion 
Information 



Lea vc 
after 



blank 
<300> 



O 



<301> 



Authors 



Preferably max 
of ten named 
authors of publi- 
cation; spcci(y 
one name per line; 
preferable format: 
Surname, Other 
Names and/or 
Initials 



o 



<302> 
< 303> 
<304 > 
<30S> 
<306> 
< 307 > 



< 300> 



Ti t ic 
Jou rna 1 
Vol umc 
Issue 
Pages 
Date 



Da t aba sc 
Acccs s i on 
Numbc r- 



Journal date on which 
data published; 
specify as yyyy-mm- 
dd, HMM-yyyy or 
Scason-yyyy A 

Accession number 
assigned by data- 
base including 
database name 



<309> 



<3 10> 



Database Entry 
Da tc 



Patent Document 
Numbc r 



Date of entry in 
database; specify 
as yyyy-nvn-dd or 
MMM - yy yy 

Document number; 
for patent-type 
citations only. 
Spec 1 f y as* for 
c x a mp 1 c , US 
07/999.999 



O 



|/7<>/0<; i 5 i I'M 



<3 1 1 > 



<312> 



Document riling 

Datc C ypc citations only; 

specify as yyyy-mm-dd 

Publication Date document publication 

date, lor 



<313> 



<400> 



Relevant / 
Residues > 

Sequence 



patent-type 
citations only; 
specify *s yyyy-iwn 

*mOM (position) TO 
{position! 

SCO ID NO should 
follow the 
numeric identifier 
and should appear 
on the linc'prc-^ 
ceding the actual 
sequence 



-cfd 



M 



S. Section 1 . 024 is revised to read as follows: 

,.024 Porm and format for nucleotide and/or amino acid Sequence * 
submissions in compute* readable form. 

_, i i n?} tc) shall meet the 

(a) The computer readable form required by I.u/ji 

following specifications: 

as cither a diskette, scries of d.sl.cttcs, or ow.c , 
outlined in paragraph (c) of this section. 

• i />i in of this section shall be 
, ?) The "Sequence Li s t wig i n P »a, r * P I. l» ^ interchange (ASCII) 

submitted in American Standard Code for Information 
text. No other formats shall be allowed. 

,3, The computer readable form may be --ted by any means such « word 
processors, nucleotide/amino acid sequence * spec i f icat ions 

computer programs; however, it shall conform to all specinc 
detailed in this section. 

( 4 ) Tile compression is acceptable when using di shette mcd i a . « « 
the compressed file is in a ^ 1 f - e,t r act i ng focmaV U.at will decompr 
on one of the systems described in paragraph (bl erf this section. 

(S, r*qe numbering shall not appear w.th.n the computer readable form 

version of the "Sequence Lisung" Tile. 

,0, All computer readable' forms sha.l have a label pe rmanent 1 y a f fi *cd 
thereto on which "as been ha nd -p r i n t ed or typed the name of the 
applicant, the title of the .nvcnuon 1 ( in „ st c used, a 

recorded on the computer readable totm. the operating y 
reference number, and an application serial number and filing date, 
known . 

lb) Computer readable form submissions must meet these format 
cccjui r emcn t s : 

(1) computer: IBM PC/XT/AT. or compatibles, or Apple Macintosh; 

(2) Operating System: MS-DOS. Unix or Macintosh; 



